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Scaffold with V„„ 1MEL CDR regi ns 

NVKLVEKGGNFVENDDDLKL 
AATGTGAAACTGGTTGAAAAAGGTGGCAATTTCGTCGAAAACGATGACGATCTTAAGCTC 

TCRAEGYTI GPYCMGW FRQA 
ACGTGCCGTGCT GAAGGTTACACCATTGGCCCGTACTGCA TGGGTTGGTTCCGTCAGGCG 

PNDDSTNV. ATI NMGGGITY Y 
CCGAACGACGACAGTACTAACGTGGCCACGATC AACATGGGTGGCGGTATTACGTAC TAC 

GDSVKER FDI RRONASNT VT 
GGTGACTCCGTCAAAGAGCGCTTCGATATCCGTCGCGACAACGCGTCCAACACCGTTACC 

LSMDDLQPE OS.AEYNCAGDS 
TTATCGATGGACGATCTGCAACCGGAAGACTCTGCAGAATACAATTGTGCAGGTGATTCT 

TI YASYYECGHGLSTGGYGY 
ACCATTTACGCGAGCTATTATGAATGTGGTCATGGCCTGAGTACCGGCGGTTACGGCTAC 

DSHYRGQGTDVTVSS 
GATAGCCACTACCGT GGTCAGGGTACCGACGTTACCGTCTCGTCG 

Scaffold with V„ H 1BZQ CDR regions 

NVKLVEKGGNFVENDDDLKL 
AATGTGAAACTGGTTGA7AAAGGTGGCAATTTCGTCGAAAACGATGACGATCTTAAGCTC 

TCRASGYAYTYI ymgwfrqa 
ACGTGCCGTGC TAGCGGTTACGCCTACACGTATATCTAC ATGGGTTGGTTCCGTCAGGCG 

PNDDSTNVAT I DSGGGGTLY 
CCGAACGACGACAGTACTAACGTGGCCACCATCGAC TCGGGTGGCG GCGG TACCCTG TAC 

GDSVK ER FDI RRDKG S N T V T 
GGTGACTCCGTCAAAGAGCGCTTCGATATCCGTCGCGACAAAGGCTCCAACACCGTTACC 

L S M DDLQ PE DS/AE Y NCAAGG 
TTATCGATGGACGATCTGCAACCGGAAGACTCTGCAGAATACAATTGTGCAGCGGGTGGC 

YELRDRTYGQRGQGTDVTVS 
TACGAACTGCGCGACC6CACCTACGGTCAGCGT GGTCAGGGTACCGACGTTACCGTCTCG 

S 
TCG 

Scaffold with V„ M 1HCV CDR regions 

NVKLVEKGGNFVENDDDLKL 
AATGTGAAACTGGTTGAAAAAGGTGGCAATTTCGTCGAAAACGATGACGATCTTAAGCTC 

TCRAEGRTGSTYDMGWFRQA 
ACGTGCCGTGCT GAAGGTCGTACGGGTTCGACCTACGAT ATGGGTTGGTTCCGTCAGGCG 

PNDDSTNVATINWOSARTYY 
CCGAACGACGACAGTACTAACGTGGCCACGAT CAACTGGGATAGCGCCCGTACGTAC TAC 

GDSVKERFDIRRDNASNTVT 
GGTGACTCCGTCAAAGAGCGCTTCGATATCCGTCGCGACAATGCCTCCAACACCGTTACC 

LSMDDLQPEDSAEYNCA.GGE 
TTATCGATGGACGATCTGCAACCGGAAGACTCTGCAGAATACAATTGTGC AGGTGGTGAA 

GGTWDSRGQGTDVTVSS 
GGCGGCACCTGGGATAGCCGT GGTCAGGGTACCGACGTTACCGTCTCGTCG 

Underlined regions indicate specific affinity regions. 

The sequence of underlined regions in each panel represent respectively loop L2 
(~CDR1 and AR1), L4 (-CDR2 and AR2) and L8 (-CDR3 and AR4). 
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